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Solvent exposure of tryptophan residues: The solvent accessible surface area (SASA) of a fully exposed tryptophan is ~260 Å 2 . The SASA values of Trp62, Trp63, and Trp108 shows that Trp62 is almost fully exposed, Trp63 is partially exposed, and Trp108 is buried inside the protein folded state. Addition of urea or GdmCl did not make any significant changes in the SASA of Trp62 and Trp63; while in GdmCl solution, Trp108 becomes solvent exposed ( Figure S5 ) and this can explain the increase in fluorescence intensity in GdmCl solution observed in the experiments ( Figure S5 ). , obtained by dividing the molar ellipticity with the number of residues in the protein using the following equation,
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Where θ obs is the observed ellipticity in milli degrees; n is the total number of amino acid residues (129) in the protein; C p is the molar concentration and l is the path length in cm.
Assay with 5,5ꞌ-Dithio-bis(2-nitrobenzoic acid) (DTNB) 2 : A solution containing the required amount of lysozyme in sodium phosphate buffer 100 mM of pH 8.0 and 1 mM EDTA was used for this assay. The lysozyme, in a final volume of 1.5 mL, was incubated at room temperature (25±3°C) in the presence and absence of 6.0 M guanidine hydrochloride (GdmCl) as well as urea with suitable amounts of the sulfhydryl reagent DTNB. DTNB was prepared in the same buffer. The reaction was monitored by the change in the absorbance at 412 nm which appears due to the formation of 2-nitro-5-mercaptobenzoic acid (TNB) resulting from the reaction of DTNB with protein -SH group as shown in Figure S10 . This assay shows similar results with and without GdmCl as well as urea and does not show any absorption feature at 412 nm indicating that there is no free -SH group in the protein. This analysis clearly shows that the addition of GdmCl and urea does not perturb the disulfide bond of lysozyme. 
